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Supplemental Tables 

Supplementary Table I. Disease and function annotation relating to migration in the smooth 
muscle cell gene expression dataset. 

Categories 

Diseases or 
Functions 
Annotation p-Value 

Gene 
Count Molecules 

Cellular 
Movement 

 
migration of 
brain cells 5.53E-05 9 APP,BTG2,CDK5,FN1,FUT10,GNA13,LAMA1,PTEN,RERE 
 
migration of 
breast cancer 
cell lines 2.96E-03 12 

ANKS1A,CCL5,CTGF,CTNNB1,CTSL,DDR2,FLNA,FN1,GIT1,MLLT4,
SNAI2,TGM2 

 
migration of 
cancer cells 1.43E-04 13 

ADAM10,AHCY,CCL5,CSF2RA,CTBP2,CTGF,CTNNB1,F3,FN1,IL11,
LAMA5,PTEN,SNAI2 

 
 
 
 
 
 
 
migration of 
cells 3.64E-04 68 

ADAM10,ADORA1,AHCY,ANGPTL4,ANKS1A,APP,ARHGDIA,ASAP2
,BBS1,BTG2,CCL5,CCR5,CD58,CD63,CDK5,CSF2RA,CTBP1,CTBP
2,CTGF,CTNNA1,CTNNB1,CTSL,DDR2,DIAPH1,DOCK3,F3,FCAR,F
LNA,FN1,FUT10,FUT8,GIT1,GNA13,GNG12,HDAC3,HDC,HLA-
G,HRH1,IL11,JAK1,LAMA1,LAMA5,LDLR,LPA,MATN2,MLLT4,MYOC
D,PKD1,PKM,PLEC,PRRX1,PTEN,PTPRU,RERE,RHOG,SCARB1,S
EMA3E,SLC3A2,SLC9A1,SNAI2,SPRY4,TGM2,TP53INP1,TPT1,TRP
V1,WHSC1,YWHAE,YY1AP1 

 
migration of 
central nervous 
system cells 2.37E-05 10 APP,BTG2,CDK5,CTGF,FN1,FUT10,GNA13,LAMA1,PTEN,RERE 
 
migration of 
chondrosarcom
a cells 1.03E-02 2 CCL5,IL11 
 
migration of 
embryonic cells 3.08E-03 7 CCL5,CDK5,FN1,IL11,LAMA1,LAMA5,SLC3A2 
 
migration of 
endothelial cells 9.72E-03 14 

ADAM10,ANGPTL4,CCL5,CD63,CTGF,F3,FLNA,FN1,HRH1,PKM,PT
EN,SCARB1,SEMA3E,SPRY4 

 
migration of 
extravillous 
trophoblast cells 3.00E-03 2 CCL5,IL11 
 
migration of 
fibroblast cells 3.48E-03 8 CTNNB1,FN1,GNG12,PKD1,PTEN,RHOG,TGM2,TP53INP1 
 
migration of 
glioma cells 9.43E-03 3 CSF2RA,CTGF,F3 
 
migration of 
hepatic stellate 
cells 6.56E-03 3 CCL5,CCR5,CTGF 
 
migration of 
kidney cell lines 1.57E-03 7 ANKS1A,APP,CCL5,CCR5,FN1,PKD1,RHOG 
 
migration of 
leukemia cells 5.33E-04 7 APP,CCL5,CCR5,FLNA,FN1,GNA13,TGM2 
 
migration of 
melanoma cells 8.41E-03 3 ADAM10,FN1,SNAI2 
 
migration of 
monocytes 6.45E-03 6 APP,CCL5,CTGF,FN1,JAK1,LDLR 
 
migration of 
mononuclear 
leukocytes 6.50E-03 16 

ADAM10,APP,CCL5,CCR5,CD58,CTGF,DIAPH1,FN1,GNA13,HDC,H
LA-G,JAK1,LDLR,PLEC,PTEN,TGM2 

 2.12E-03 3 APP,BTG2,FUT10 



migration of 
neural 
precursor cells 
 
migration of 
neuroglia 

 
9.97E-03 

 
5 

 
APP,CTGF,FN1,MATN2,PTEN 

 
migration of 
neurons 2.06E-03 13 

ADAM10,BBS1,CDK5,CTNNB1,DIAPH1,FLNA,FN1,GNA13,LAMA1,M
ATN2,PTEN,RERE,YWHAE 

 
migration of 
pancreatic 
cancer cell lines 2.92E-03 4 CDK5,FN1,PRRX1,TP53INP1 
 
migration of 
pericytes 7.70E-04 4 CCL5,CCR5,CTGF,FN1 
 
migration of 
phagocytes 1.16E-02 12 

APP,CCL5,CCR5,CD58,CTGF,DDR2,FLNA,FN1,JAK1,LDLR,PTEN,T
RPV1 

 
migration of 
prostate cells 4.45E-03 2 FN1,WHSC1 
 
migration of 
Purkinje cells 4.24E-05 4 CDK5,GNA13,PTEN,RERE 

	
  
	
  
	
  
	
  
Supplementary Table II. Gene expression data from the ‘migration of cancer cell’ functional 
annotation relating to migration in the smooth muscle cell gene expression dataset. 

	
  

Symbol Illumina p-value Log Ratio 
Entrez Gene ID 
for Human 

ADAM10 ILMN_2148360 0.00749 0.32705 102 
AHCY ILMN_1657862 0.00741 -0.33416 191 
CCL5 ILMN_2098126 0.00023 0.45211 6352 
CSF2RA ILMN_1661196 0.00239 0.44034 1438 
CTBP2 ILMN_3250209 0.00809 0.39629 1488 
CTGF ILMN_2115125 0.00012 -0.61260 1490 
CTNNB1 ILMN_1746396 0.00256 -0.36541 1499 
F3 ILMN_2129572 0.00201 0.37686 2152 
FN1 ILMN_1778237 0.00041 -0.45445 2335 
IL11 ILMN_1788107 0.00526 0.33755 3589 
LAMA5 ILMN_1773567 0.04814 -0.34166 3911 
PTEN ILMN_1880406 0.00718 -0.32989 5728 
SNAI2 ILMN_1655740 0.03198 -0.34327 6591 
	
  
	
  
	
  

	
  

	
  

	
  

	
  

	
  



	
  

	
  

Supplementary Table III. Gene expression data from the ‘cell death and survival’ functional 
annotation relating to survival in the endothelial cell gene expression dataset. 

Categories 

Diseases or 
Functions 
Annotation p-Value Gene Count Molecules 

 
Cell Death and 
Survival 

 
apoptosis of 
follicular B 
lymphocytes 1.25E-03 2 BCL2A1,CD80 

 

 
cell death of B 
lymphocytes 1.56E-03 5 BCL11A,BCL2A1,CD80,MS4A1,VAV3 

 

 
apoptosis of pro-B 
lymphocytes 4.58E-03 2 BCL11A,VAV3 

 

 
apoptosis of B-2 
lymphocytes 6.00E-03 1 BCL2A1 

 

 
apoptosis of B 
lymphocytes 7.40E-03 4 BCL11A,BCL2A1,CD80,VAV3 

 

 
apoptosis of 
germinal center B 
lymphocytes 1.79E-02 1 CD80 

 

 
loss of long-lived 
plasma cell 1.79E-02 1 CD80 

 

 
cell death of 
lymphoblastoid cell 
lines 2.12E-02 3 RAP1GDS1,TGIF2LX,VAV3 

 

 
apoptosis of 
leukocyte cell lines 2.71E-02 4 BCL2A1,IKZF3,MS4A1,PMAIP1 

 

 
apoptosis of 
prostate cancer cell 
lines 2.85E-02 4 HOXC6,IGFBP1,ILK,PMAIP1 

 

 
apoptosis of B-
lymphocyte derived 
cell lines 4.02E-02 3 BCL2A1,MS4A1,PMAIP1 

 

 
cell viability of germ 
cell tumor cell lines 4.13E-02 1 PMAIP1 

 

 
apoptosis of 
fibrosarcoma cell 
lines 4.31E-02 2 BCL2A1,PMAIP1 

 

 
anoikis of breast cell 
lines 4.70E-02 1 ILK 

	
  
 
 
 
 
 
 
 
 
 



 

 

Supplementary Table IV. Gene expression data from the ‘cell death and survival’ functional 
annotation relating to survival in the endothelial cell gene expression dataset. 

Symbol Illumina p-value Log Ratio 
Entrez Gene ID 
for Human 

BCL11A ILMN_1752899 0.00215 0.36538 53335 
BCL2A1 ILMN_1769229 0.00205 0.35285 597 
CD80 ILMN_1716736 0.00333 -0.32993 941 
MS4A1 ILMN_1776939 0.00339 -0.39392 931 
VAV3 ILMN_2290068 0.00137 0.35903 10451 
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